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**Abstract**

Genetic studies on METH abuse and METH psychosis are influential in the fields of comorbidity of substance abuse, etiological models of schizophrenia, and the nosology of prolonged or chronic substance-induced psychosis. Most data of genetic markers associated with METH abuse or METH psychosis derived from Asian samples. Previous studies on Meth abuse and Meth psychosis have identified many potential genetic markers. However, most of the genetic associations are not replicated. Among few replicated genetic associations, BDNF rs6465 is concluded to be associated with METH dependence, whereas SOD2 gene is associated with METH psychosis. A genome-wide association studies (GWAS) of independent pooled DNA samples of METH users from Taiwan and Japan show that variants in the "METH dependence" genes are likely to alter cell adhesion, enzymatic functions, transcription, cell structure, as well as DNA, RNA, and/or protein handling or modification. The GWAS findings from individual DNA samples suggest shared genetic risk between Meth psychosis and schizophrenia.
